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ANM pathway substrates
Red: not found in leaves
Supplementary Figure S7 . Mapping of metabolic alterations on GM. Metabolites (p-value <0.05 as asterisk) between control (green) and parasitism (red) were colored based on PPMCC value from -1 (negative correlation, red) to +1 Crataegus pinnatifida (a, n=20), Chaenomeles sinensis (b, n=20) and Pyrus pyrifolia (c, n=20 Figure S9 . Interaction effect of group variable and accumulated sugar alcohols on the ANM supplies. Forty-five scatter plots (n = 15 for each species) with min-max normalized values of ANM supplies (fructose, arabinose and galactose on the y-axis) and accumulated sugar alcohols (ribitol, arabitol, erythritol, mannitol and xylitol on the x-axis). The interaction effect directions of the models were measured by the slope differences of two regression lines upon each group variable (control, green; parasitism, red). The significant models were denoted as *p < 0.05 and **p < 0.01. Supplementary Table S1 . List of identified metabolites and the differences between control and parasitized leaves.
**
NIST: putatively identified using NIST database (match score over 80/100) STD: identified using standard compound 
